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VI-1 Introduction

The number of HIV-2 and SIV sequences is growing much
more slowly than for HIV-1, particularly for complete or near-
complete genomes. In selecting the set of sequences to present
here, we eliminated some sequences derived from the same
sample, patient, or isolate. We further omitted a few that were
very closely related. Within each of the protein alignments, we
have included a slightly different set of sequences, drawing on
both genome-length and subgenomic fragments in order to best
represent viral diversity. Thus for HIV-2, we selected A and B
genomes and subgenomic fragments that best represent the di-
versity of the virus in that region. We also include CRFO1_AB
and the genomes available for subtypes G and U.

In these alignments, as in the database, we label sequences
according to their native host. Thus, transfers of SIVsmm into
humans have produced HIV-2 groups A through G. Uninten-
tional transfers of SIVsmm into captive macaques are named ac-
cording to the receptive host (Rhesus macaques = mac, Stump-
tailed macaques = stm, and Pig-tailed macaques = mne). How-
ever, intentional, experimental cross-species transfers of virus
remain labeled as being from the original host (e.g., HIV-1 in-
jected into a chimpanzee is labeled HIV-1, not SIVcpz; and
SIVsmm injected into a Rhesus macaque is labeled SIVsmm,
not SIVmac).
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HIV-2/SIV Proteins

VI-2 Annotated features

Features of HIV-2 annotated in the alignment that follows.

Feature Protein Location Page
Gag pl5 start Gag 1
pl5end Gag 135
p27 start Gag 136
p27 end Gag 364
p2 start Gag 365
p2 end Gag 381
p8 start Gag 382
p8 end Gag 433
pl start Gag 434
pl end Gag 447
po start Gag 448
PTAP motif Gag 458-461
PSAP in HIV-2B, U Gag 476-479
p6 end Gag 511
Gag end Gag 511
Pol p15 start Pol 1
pl5end Pol 67
protease start Pol 68
protease end Pol 166
p51 RT start Pol 167
D catalytic site Pol 276
DD catalytic site Pol 351
p51 RT end Pol 605
p15 RNase H start Pol 606
p15 RNase H end Pol 725
p31 Integrase start Pol 726
p31 Integrase end Pol 1020
Pol end Pol 1020
Vif start Vif 1
Vif end Vif 215
Vpx start Vpx 1
Vpx end Vpx 113
Vpr start Vpr 1
Vpr end Vpr 102
Tat start Tat 1
exon 1 end Tat 99

% exon 2 start Tat 100

r Tat end Tat 131

o Rev start Rev 1

% exon 1 end Rev 24

> exon 2 start Rev 25
Rev end Rev 108
Env start Env 1
signal peptide end Env 22
gp120 start Env 23
Vi Env 113-167
V2 Env 169-211
V3 Env 311-344
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Sequences HIV-2/SIV Proteins

Feature Protein Location Page
V3 tip Env 328-334 404
V4 Env 402-432
V5 Env 472-477 405
gp120 end Env 525
gp41 start Env 526
Env end Env 880 407
gp41 end Env 830
Nef start Nef 1 408
R17Y mutation Nef 17
max HIV-1 similarity Nef 153-182
premature stop in Mac239  Nef 93 8
normal Nef end Nef 264
VI-3 Sequences
Sequences included in the HIV-2/SIV protein alignments.
Name Accession  Proteins Author Reference
MAC.US .x.239 M33262 All Kestler, H. Science 248(4959):1109-1112
(1990)
A.CL.88.UC2 U38293 All Barnett, S.W. Virology 222(1); 257-61 (1996)
A.DE.x.BEN M30502 All Kirchhoff, F. Virology 177(1):305-311 (1990)
A.DEx.PEI2_KR_KRCG U22047 All Kraus, G. ARHR 14(1); 65-77 (1998)
A.GH.x.GH1 M30895 All Hasegawa, A. ARHR 5(6):593-604 (1989)
A.GM.87.D194 104542 All Kuehnel, H. Proc Natl Acad Sci USA
86(7):2383-2387 (1989)
A.GM.x.ISY_SBL_6669_85 J04498 All Franchini, G. Proc Natl Acad Sci USA
86(7):2433-2437 (1989)
A.GM.x.MCN13 AY509259, All Schmitz, C. J Virol 78(4):2006-2016 (2004)
A.GM.x.MCR35 AY509260 All Schmitz, C. J Virol 78(4):2006-2016 (2004)
A.GW.86.FG_clone_NIHZ J03654 All Zagury, J.F. Proc Natl Acad Sci USA
85(16):5941-5945 (1988)
A.GW.87.CAM2CG D00835 All Tristem, M. J Gen Virol T2(PT 3):721-724
(1991)
A.GW.x.MDS 748731 All Becker Unpublished
A.IN.O7.NNVA EU980602  All Gurjar, S.R. JAIDS 52(3); 329-35 (2009)
A.IN.95.CRIK 147 DQ307022 All Santhosh, C.V. ARHR 24(10); 1315-7 (2008)
A.JP.O8.NMC786_clone_41 AB731742) All Umeki-Sakamoto Unpublished
A.PT.x.ALI AF082339  All Reeves, J.D. J Virol 73(9); 7795-804 (1999) 2
A.SN.85.ROD M15390 All Clavel, F. Nature 324(6098):691-695 (1986) 0
A.SN.86.ST_JSP4_27 M31113 All Kumar, P. J Virol 64(2):890-901 (1990) QE_’
B.CIL.88.UCI L07625 All Barnett, S.W. J Virol 67(2):1006-1014 (1993) N
B.CIL.x.20_56 AB485670  All Takekawa Unpublished =
B.CIL.x.EHO U27200 All Rey-Cuille, M.A. Virology 202(1):471-476 (1994) T
B.GH.86.D205_ALT X61240 All Dietrich, U. Nature 342(6252):948-950 (1989)
B.JP.01.IMCJ_KR020_1 AB100245 Al Kusagawa, S. ARHR 19(11):1045-1049 (2003)
G.CI1.92.Abt96 AF208027, All Brennan, C.A. ARHR 13(5):401-404 (1997)
AB.CM.03.03CM_510_03 EU028345  All Yamaguchi, J. ARHR 24(1):86-91 (2008)
H2_01_AB.CI.90.7312A L36874 All Gao Unpublished
H2_01_AB.JP.04.NMC307_20 AB731738 All Umeki-Sakamoto Unpublished
H2 01_AB.JP.0O7.NMC716_01 AB731740  All Umeki-Sakamoto Unpublished
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M33262
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U38293
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30502
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U22047
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30895
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04542
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04498
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY509259
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY509260
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J03654
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D00835
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Z48731
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU980602
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ307022
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731742
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082339
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M15390
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M31113
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L07625
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485670
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U27200
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X61240
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB100245
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF208027
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU028345
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L36874
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731738
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731740

HIV-2/SIV Proteins

Sequences

Name Accession  Proteins Author Reference
H2_01_AB.JP.O8.NMC842_10 AB731744  All Umeki-Sakamoto Unpublished
U.CI.07.07IC_TNP3 KC693505  All Ayouba, A. AIDS 27(15):2488-2491 (2013)
U.FR.96.12034 AY530889 All Damond, F. ARHR 20(6):666-672 (2004)
MAC.US.x.17EC1 AY033233] All Anderson, M.G. Virology 195(2):616-626 (1993)
MAC.US x.1937 AY611495 All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US .x.2065 AY611493] All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.251_1Al1l M76764 All Marthas, M.L. J Med Primatol 18(3-4):311-9
(1989)
MAC.US.x.251_32H_PJ5 D01065 All Rud, E.-W. (in) Brown,F, Chanock,RM and
Ginsberg, HS(Eds); VACCINES 92
MODERN APPROACHES TO
NEW VACCINES INCLUDING
PREVENTION OF AIDS:
229-235; Cold Spring Harbor
Laboratory Press, New York (1992)
MAC.US .x.251_BK28 M19499 All Hirsch, V. Cell 49(3):307-319 (1987)
MAC.US.x.80035 AY611486/ All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US .x.81035 AY599200 All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.85013 AY611490, All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.87082 AY 600249, All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.92050 AY603959 All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.92077 AY599201] Al O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.93057 AY611492  All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.93062 AY607704, All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.95058 AY611494, All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US .x.95086 AY607703] All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.95112 AY588946/ All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96016 AY607701  All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96020 AY611488 All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96072 AY611491] All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96081 AY597209, All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96093 AY611489 All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96114 AY588945  All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96123 AY611487  All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96135 AY607702, All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.97009 AY599199, All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.97074 AY599198 All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.MM142_IVMXX Y00277 All Chakrabarti, L. Nature 328(6130):543-547 (1987)
MAC.US.x.r80025 AY576480  All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.r90131 AY576481] All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
T MNE.US.82.MNE_8 M32741 All Kimata, J.T. J Virol 72(1):245-256 (1998)
= MNE.US.x. MNE027 U79412 All Kimata, J.T. J Virol 72(1):245-256 (1998)
8 SMM.CI.79.SIVsmCI2 JX860430  All Fischer, W. J Virol 86(24):13217-13231 (2012)
_30 SMM.LR.89.SIVsmLIB1 JX860431 All Fischer, W. J Virol 86(24):13217-13231 (2012)
o SMM.SL.92.SIVsmSL92A JX860432  All Fischer, W. J Virol 86(24):13217-13231 (2012)
2 SMM.SL.92.S1.92B AF334679  All Chen, Z. J Virol 70(6):3617-3627 (1996)
SMM.US.04.G078 JX860415 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.G932 IX860416  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M919 IX860417  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M922 JX860418  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M923 JX860419  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M926 JX860420  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M934 JX860421 All Fischer, W. J Virol 86(24):13217-13231 (2012)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731744
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC693505
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY530889
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY033233
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611495
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611493
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M76764
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D01065
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M19499
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611486
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY599200
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611490
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY600249
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY603959
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY599201
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611492
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY607704
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611494
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY607703
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY588946
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY607701
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611488
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611491
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY597209
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611489
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY588945
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611487
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY607702
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY599199
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY599198
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Y00277
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY576480
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY576481
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M32741
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U79412
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860430
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860431
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860432
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF334679
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860415
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860416
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860417
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860418
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860419
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860420
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860421

Sequences HIV-2/SIV Proteins
Name Accession  Proteins Author Reference
SMM.US.04.M935 IX860422  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M940 JX860423  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M946 JX860424  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M947 JX860425  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M949 JX860426  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M950 IX860427  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M951 IX860428  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M952 JX860429  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.05.D215 JX860413  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.06.FTq JX860414  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.11.SIVsmE660_FL10 JQ864084  All Wu, E. J Virol 86(16); 8835-47 (2012)
SMM.US.86.CFU212 IX860407  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.x.F236_H4 X14307 All Hirsch, V.M. Nature 339(6223); 389-92 (1989)
SMM.US.x.H9 MS80194 All Courgnaud, V. J Virol 66(1):414-419 (1992)
SMM.US.x.PBJ14_15 L.03295 All Dewhurst, S. Nature 345(6276):636-640 (1990)
SMM.US .x.PBJA M31325 All Dewhurst, S. Nature 345(6276):636-640 (1990)
SMM.US.x.PBJ_143 MS80193 All Courgnaud, V. J Virol 66(1):414-419 (1992)
SMM.US.x.PBJ_6P6 109212 All Novembre, EJ. J Virol 67(5):2466-2474 (1993)
SMM.US.x.PGM53 AF077017  All Novembre, EJ. J Virol 72(11):8841-8851 (1998)
SMM.US.x.SME543 U72748 All Hirsch, V. J Virol 71(2):1608-1620 (1997)
SMM.x.x.pE660.CG7G JX648292  All Lopker Unpublished
STM.US.89.STM_37_16 M83293 All Novembre, F.J. Virology 186(2):783-787 (1992)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860422
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860423
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860424
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860425
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860426
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860427
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860428
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860429
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860413
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860414
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ864084
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860407
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X14307
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M80194
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L03295
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M31325
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M80193
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L09212
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF077017
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U72748
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX648292
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M83293
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MAC.US.x.239

CI.88.UC2

DE.x.BEN

DE.x.PEI2_KR_KRCG

GH.x.GH1 = ~

GM.87.D194

GM.x.ISY SBL_6669_85

GM.x.MCNI3 ~ -

GM. x.MCR35

GW.86 FG clone_NIHZ

GW.87.CAM2CG

GW. x.MDS

IN.O7.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
ALI

WX
SN.85.ROD
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.63CM_510_03

H2_01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3

O WOWWW >>>>>>>>>>>>>>>>D

U.FR.96.1203%
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x. 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251_BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
LX.

roe1sl

MNE.US.82.MNE_8
MNE.US.x.MNEO27

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.SL92B
SMM. US.04.G078

SMM. US.04.G932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952
SMM.US.05.D215
SMM.US.06.FT

SMM. US 1.SI smEGGG FL10
SMM.US.86.CFU212

SMM.US.X.F236 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ_6P6
SMM.US. x.PGM53
SMM. US.x.SME543

SMM . x. x . pE660. CG7G
STM.US.89.STM 37 16

sulsj0id ¢-AlH

Gag pl5 start

MGVRNSVLSGKKADELEKIRLRPNGKKKYMLKHVVWAANELDRFGLAESLLENKEGCQKILSVLAPLVPTGSENLKSLYNTVCVIWCIHAEEKVKHTEEAKOIVORHLVVETGTTETMPKTSRPTAPSSGRGGNYPVOO IGGNYVHLPLSPRTLNAWVKLIEEKKFGAE
D A K---F \ i

--A-

>

I 00hoo 0 h eanny

--A-§-------T-----Vo-oGo--R-C---II--V--
T v

pl5 endVPZ7 start

v

I O N
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S8¢

MAC.
DE

GW

O WOWWW >>>>>>>>>>>>>>D>>D

AB.C

H2 0
H2~0

H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

u.cI.
U.FR.

CI.

DE.
GH.
GM.87.D194
GM.
GM.
GM.

G-
GW.
N

IN.
JP.

WX
SN.85.ROD
N.86.ST_JSP4_27

GH.
JP.

CI.

US.x.239

88.UC2

x.BEN

X.PEI2 KR KRCG

X.GH1

x.ISY SBL_6669_85

X.MCNI3 ~ -

Xx.MCR35

86 FG clone_NIHZ

87.CAM2CG

x.MDS

07 .NNVA

95.CRIK

08. NMC786 clone 41
ALI

.88.UC1
.X.20 56

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96
M.03.03CM 510 03

1 _AB. CI 90. 7312A
1”AB.JP.04.NMC307

07.071C TNP3

96.12034
US.x.17EC1
US.x.1937
US.x.2065
US.x.2 1A1
.US.x.251732H PJ15
US.x.251 BK2
US.x.80035
US.x.81035
US.x.85013
.US.x.87082
US.x.92050
US.x.92077
US.x.93057
.US.x.93062
US.x.95058
US.x.95086
US.x.95112
US.x.96016
.US.x.96020
US.x.96072
US.x.96081
US.x.96093
.US.x.96114
.US.x.96123
US.x.96135
US.x.97009
US.x.97074
.US.x.MM142 TVMXX
US.x.r80025
.US.x.r9e131
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.5IVsmSL92A
.SL.92.5L92B
US.04.G078
US.04.G932
US.04.M919
US.04.M922
US.04.M923
US.04.M926
US.04.M934
US.04.M935
US.04.M940
US.04.M946
US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
US.05.D215
US.06.FT

us. 1.SI SmEGGG FL10
US.86.CFU212
US.X.F236 H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
US.x.PBJ_6P6
US.x.PGM53

S.x.SME543

1X.X.pE660.CG7G
.US.89.5TM 37 16

VVPGFQALSEGCTPYDINQMLNCVGDHQAAMQIIRDIINEEAADWDLQHPQ.
Q E A .

HIV-2 Proteins

.PAP. QOGOLREPSGSDIAGTTSSVDEOIQWMYRQONPIPVGNIYRRWIOLGLOKCVRMYNPTNILDVKOGPKEPFOSYVDRFYKSLRAEQTDAAVKNWMTQTLLIQNANPDCKLVLK
N \ S \

oo
202050 20 20 30 20 20 20 0 0 1

R
R
R
R
R
R
T
R
R
R
R
R
R
R

DIXDIOXDPID—TDHIDDORDDDIRDODID + D

336
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MAC.
DE

GW

O WOWWW >>>>>>>>>>>>>>>>D

AB.C

H2 0
H2~0

H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

u.cI.
U.FR.

CI.

DE.
GH.
GM.87.D194
GM.
GM.
GM.

G-
GW.
N

IN.
JP.

WX
SN.85.ROD
N.86.ST_JSP4_27

GH.
JP.

CI.

US.x.239

88.UC2

x.BEN

X.PEI2 KR KRCG

X.GH1

x.ISY SBL_6669_85

X.MCNI3 ~ -

X.MCR35

86 FG clone_NIHZ

87.CAM2CG

x.MDS

07 .NNVA

95.CRIK

08. NMC786 clone 41
ALI

.88.UC1
.X.20 56

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96
M.03.03CM 510 03

1 _AB. CI 90. 7312A
1”AB.JP.04.NMC307

07.071C TNP3

96.120343
US.x.17EC1
US.x.1937
US.x.2065
US.x.2 1A1
.US.x.251732H PJ15
US.x.251 BK2
US.x.80035
US.x.81035
US.x.85013
.US.x.87082
US.x.92050
US.x.92077
US.x.93057
.US.x.93062
US.x.95058
US.x.95086
US.x.95112
US.x.96016
.US.x.96020
US.x.96072
US.x.96081
US.x.96093
.US.x.96114
.US.x.96123
US.x.96135
US.x.97009
US.x.97074
.US.x.MM142 TVMXX
US.x.r80025
.US.x.r9e131
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.5IVsmSL92A
.SL.92.5L92B
US.04.G6078
US.04.G932
US.04.M919
US.04.M922
US.04.M923
US.04.M926
US.04.M934
US.04.M935
US.04.M940
US.04.M946
US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
US.05.D215
US.06.FT

us. 1.SI SmEGGG FL10
US.86.CFU212
US.X.F236 H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
US.x.PBJ_6P6
US.x.PGM53

S.x.SME543

1X.X.pE660.CG7G
.US.89.STM 37 16

sulsj0id ¢-AlH

GLGVNPTLEEMLTACQGVGGPGOKARLMAEALKEALAPVPIPFAAAOOR .GPRK.
M T .

pl endvp6 start PTAP motif
PIKCWNCGKEGHSARQCRAPRRQGCWKCGKMDHVMAKCPDRQAGFLGLGPWGKKPRNFPMAQVHQGLMPTAPPE
K R A..

PSAP in HIV-2 B, U
—

E
-VE---EK---
-------------------- T--P--VT-S- - -MDPAEGNTPRGATPSAPPA- - --EM- - -KM-

;D-RVT-S- --MDPTQDMIPQGATPSAPPA- - - EM- -

T--P--VT-S- - -MNPAEXMTPQGVTPSAPPA- - - -EM- -S
--P-EIV-S- - -MNTAEGKTHQGAIPSAPPA- - - -EM- -S

4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4
4

'S

]
<
N
2}
=]
<
=
H
=
-
o
=8
=
«»
5
S
S
5
1
S
)
b)
S
S
S
S
S
S
5
S
S
5
S
S
5
S
S
5
S
S
1
b)
S
81
81
3
1
1
2
3
2
2
2
2
2
1
2
3
2
2
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2
3
2
3
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MAC.US.x.239

CI
DE

GW
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N
N,
3P.

WX
SN.85.R0OD
N.86.ST JSP4 27
.88.UCL
.X.20 56
GH.
JP.
CI.

.88.UC2

DE.
GH.
GM.87.D194
GM.
GM.
GM.

GW.
GW.

x.BEN

X.PEI2 KR KRCG

X.GH1

x.ISY SBL_6669_85

X.MCNI3 ~ -

Xx.MCR35

86 FG clone_NIHZ

87.CAM2CG

x.MDS

07 .NNVA

95.CRIK

08. NMC7B6 clone 41
ALI

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96

AB.CM.03.63CM_510_03
H2 01 AB. CI 90.7312A
H2"01”AB.JP.04.NMC307_20
H2"01"AB.JP.07.NMC716”01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3
U.FR.96.1203%3
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x. 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251_BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

MNE.US.82.MNE_8
MNE.US.x.MNEO27

SMM.CI.79.SIVsmCI2

.LR.89.SIVsmLIB1

SMM.SL.92.SIVsmSL92A
SMM.SL.QZ.SLQ%B

SMM. US.04.G07
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM. US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.D215
SMM.US.06.F 3
SMM.US.11.SI smEGGG FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ_6P6
SMM. US. x.PGM53
SMM. US.x.SME543

SMM. X x . pE660. CG7G
STM.US.89.STM 37 16

p6 end

Gag end
ESREKPYKE. ...........covuunn VTEDLLHLNSLFGGDQ*
-U--R--»-VTEDLLHLEOGETPRRE A----mmmeeeaK---
Q--R -VTEDLLHLEQRETPHRE.E- ,K,,,

-VTEDLLHLEQGETPHKE.
-VTEDLLHLEQGKAPHRE.
-VTEDLLHLEQGETPHRG.
-VTEDLLHLEQGETPHRE.
-VTEDLLHLEQGEAPCRE.
-VTEDLLHLEQGEAPYRE.
-VTEDLLRFEQAETPCRE.

VTEDLLHLEQGEAPCGE.T
TEDLLHLEQGGAPCGE .M
TEDLLHLEQGETPHRE. A
TEDLLHLEQGETPHKE .

TEDLLHLEOGETPYREPP
-VTEDFLQLEKQETPCRE.T-

HIV-2 Proteins
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sulsj0id ¢-AlH

MAC.US.x.239

CI
DE

GW

O WOWWW >>>>>>>>>>>>>>>>D

N
N,
3P.

WX
SN.85.R0OD
N.86.ST JSP4 27
.88.UCL
.X.20 56
GH.
JP.
CI.

.88.UC2

DE.
GH.
GM.87.D194
GM.
GM.
GM.

GW.
GW.

x.BEN

X.PEI2 KR KRCG

X.GH1

x.ISY SBL_6669_85

X.MCNI3 ~ -

X.MCR35

86 FG clone_NIHZ

87.CAM2CG

x.MDS

07 .NNVA

95.CRIK

08. NMC786 clone 41
ALI

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96

AB.CM.03.63CM_510_03
H2_01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3
U.FR.96.1203%
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x. 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251_BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

MNE.US.82.MNE_8
MNE.US.x.MNEO27

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.SL92B
SMM. US.04.G078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM. US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM.US.05.D215
SMM.US.06.FT

SMM. US. 1.SI smEGGG FL10
SMM.US.86.CFU212
SMM.US.X.F236 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ_6P6
SMM.US. x.PGM53
SMM. US.x.SME543

SMM . x. x . pE660. CG7G
STM.US.89.STM 37 16

Pol p15 start

-TI:T-DGPNTGHDTSGCDSIC¥PEE§-E-B:EK--.::.
-S-L--DP----S-TI-T-DEPSRGHDTSGGDTICAPCRS-S-D-EK--. ...
-5-L-CSP-TP-DT-I-TTNEPSREHDTSGCNAICAPCRS-5-DVEG- - . . . .
-S-L--DP-P--5-SISTT D---SRPTE---....
-S-L--DPG- - -S-TI-T-DEPSRXHDTSGGDTICAPCRS-S-D-EK- - . . ..
-S-L---P----DS-I-A-DEHSRGQDTSGSDTICAPCRSGS-D-EK-- . . ..

EQDTSEGDTICAPCRS-5-D- -K- -

L L-R-P----G DISEGNTICAPCRS-5-D- -K-
CZIASTL----3-L-R-P----GG-I-A-DGHSREQDTSEDDTICAPCRS-5-D- -K-- . .
---V-P-----S-L--DPDP--V-T- SR--S o
<L-- P-PA-T-P-

--RE----G-G-T-
-XGEE-KGAEKQT -
-DGETT--EP--T-

-TGEA- - -EA--T-

-TGQETKGE- - -TI

3-L---PN---P-TDSP-
-S-L--ADNI#.#-TVST-
S E-G--G

LRSI IE ep ST
IITS- - TEK--ED--K--G....
[zn5-5---E----A-KETKG. .

. -DGQETKGE-GKTI- -

pl5 en(L/protease start
GDRGFAAPQFSLWRRPVVTAHIEGQPVEVLLDTGADDSIVTGIELGPHYTPKIVGGIGGFINTKEYKNVEIEV
Y A ' K

zzggoooo
==
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AB.C

H2 0
H2~0

H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

u.cI.
U.FR.

CI.

DE.
GH.
GM.87.D194
GM.
GM.
GM.

G-
GW.
N

IN.
JP.

WX
SN.85.ROD
N.86.ST_JSP4_27

GH.
JP.

CI.

US.x.239

88.UC2

x.BEN

X.PEI2 KR KRCG

X.GH1

x.ISY SBL_6669_85

X.MCNI3 ~ -

Xx.MCR35

86 FG clone_NIHZ

87.CAM2CG

x.MDS

07 .NNVA

95.CRIK

08. NMC786 clone 41
ALI

.88.UC1
.X.20 56

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96
M.03.03CM 510 03

1 _AB. CI 90. 7312A
1”AB.JP.04.NMC307

07.071C TNP3

96.12034
US.x.17EC1
US.x.1937
US.x.2065
US.x.2 1A1
.US.x.251732H PJ15
US.x.251 BK2
US.x.80035
US.x.81035
US.x.85013
.US.x.87082
US.x.92050
US.x.92077
US.x.93057
.US.x.93062
US.x.95058
US.x.95086
US.x.95112
US.x.96016
.US.x.96020
US.x.96072
US.x.96081
US.x.96093
.US.x.96114
.US.x.96123
US.x.96135
US.x.97009
US.x.97074
.US.x.MM142 TVMXX
US.x.r80025
.US.x.r9e131
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.5IVsmSL92A
.SL.92.5L92B
US.04.G078
US.04.G932
US.04.M919
US.04.M922
US.04.M923
US.04.M926
US.04.M934
US.04.M935
US.04.M940
US.04.M946
US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
US.05.D215
US.06.FT

us. 1.SI SmEGGG FL10
US.86.CFU212
US.X.F236 H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
US.x.PBJ_6P6
US.x.PGM53

S.x.SME543

1X.X.pE660.CG7G
.US.89.5TM 37 16

HIV-2 Proteins

protease endeSI RT start
LGKRIKGTIMTGDTPINIFGRNLLTALGMSLNFPIAKVEPVKVALKPGKDGPKLKQWPLSKEKIVALREIC.
VE--K

D catalytic site
EKMEKDGQLEEAPPTNPYNTPTFAIKKKDKNKWRMLIDFRELNRVTQDFTEVQLGIPHPAGLAKRKRITVLDIGDAYFSIPLDEEFRQYTAFTLPSVN
E
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sulsj0id ¢-AlH

DD catalytic site

MAC.US.x.239 NAEPGKRYIYKVLPQGWKGSPAIFQYTMRHVLEPFRKANPDVTLVQYMDDILIASDRTDLEHDRVVLQSKELLNSIGFSTPEEKFQKDPPFQWMGYELWPTKWKLQKIELPQRETWTVNDIQKLVGVLNWAAQIYPGIKTKHLCRLIRGKMTLTEEVQWTEMAEAEYEEN 473
CI.88.UC2 Vv QI I-I G GL I
DE.x.BEN
DE.x.PEI2_KR_KRCG
GH.x.GH1 = ~
GM.87.D194
GM.x.ISY SBL_6669_85
GM.x.MCNI3 ~ -
GM. x.MCR35
GW.86 FG clone_NIHZ
GW.87.CAM2CG
GW. x.MDS
IN.O7.NNVA
IN.95.CRIK
JP.08. NMC786 clone 41

ALI

WX
SN.85.ROD
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.63CM_510_03

H2_01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3

oooooxoooooo
TN = =14 =iy

O WOWWW >>>>>>>>>>>>>>>>D

%
PSISES RSN Y- N SN = oo Ne Yo NoNte Yo Yoo Ne e Yoo Ne Yo

N N N N S S N S S S S S N S S S S S S S SN T S S S N S S S S T S S N
2N
o

U.FR.96.12034 83
MAC.US.x.17ECL 73
MAC.US.x.1937 73
MAC.US . x . 2065 73
MAC.US.x.251 1A1 73
MAC.US.x.251 32H PJ5 73
MAC.US.x. 251 BK2 69
MAC.US . x 80035 73
MAC.US.x.81035 73
MAC.US.x.85013 73
MAC.US . x 87082 73
MAC.US.x.92050 73
MAC.US . x.92077 73
MAC.US . x 93057 73
MAC.US.x.93062 73
MAC.US . x 95058 73
MAC.US . x 95086 73
MAC.US.x.95112 73
MAC.US . x 96016 73
MAC.US . x . 96020 73
MAC.US.X.96072 73
MAC.US . x 96081 73
MAC.US . X . 96093 73
MAC.US.x.96114 73
MAC.US.x.96123 73
MAC.US.x.96135 73
MAC.US . x 97009 73
MAC.US.x.97074 73
MAC.US.x.MM142 IVMXX 69
MAC.US . x . r80025 L 73
MAC.US.x.r90131 X 73
MNE.US.82.MNE_8 L 469
MNE . US . x. MNEG27 L 469
SMM. CT.79.SIVsmCI2 L 478
SMM.LR.89.5IVsmLIB1 468
SMM . SL.92.STVsmSL92A -s K--T-L 469
SMM.SL.92.51928 L--G-N-GLT--- L 465
SMM.US . 04.G078 K----L 469
SMM . US . 04 . 6932 L 469
SMM.US .04 .M919 L 469
SMM.US .04 .M922 L 469
SMM . US . 04 .M923 L 469
SMM . US . 04 .M926 L D 469
SMM.US .04 .M934 L D 469
SMM . US . 04 .MO35 L 469
SMM . US . 04 .M940 L D 469
SMM . US . 04 .M946 L D 469
SMM . US . 04 .M947 C 469
SMM.US . 04 .M949 C D 469
SMM . US . 04 .M950 L D 469
SMM . US .04 .MO51 L D 469
SMM.US . 04 .M952 C D 469
SMM.US.05.D215 L D 469
SMM . US . 06.. FT. L D 473
SHMCUS 11 SIVSmEGGO_FL10 C 469
SMM . US . 86, CFU212 L D 469
SMM.US.x.F236 Ha L 469
SMM.US - X . HO C 469
SMM.US.x.PBJ14 15 L 469
SMM.US.x.PBIA ~ L 469
SMM.US.x.PB] 143 L 469
SMM.US . x . PB]_6P6 L 469
SMM . US . X . PGM53 L 469
SMM.US . X . SME543 469
SMM . x. x . pE660. CG7G 469
STM.US.89.STM 37 16 469
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MAC.US.x.239

DE

GW
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CI.

DE.
GH.
GM.87.D194
GM.
GM.
GM.
GW.86
GW.

N
N,
3P.

WX
SN.85.R0OD
N.86.ST JSP4 27
.88.UCL
.X.20 56
GH.
JP.
CI.

88.UC2

x.BEN

X.PEI2 KR KRCG

X.GH1

x.ISY SBL_6669_85

X.MCNI3 ~ -

X.MCR35

.FG_clone NIHZ

87.CAM2CG

x.MDS

07 .NNVA

95.CRIK

08. NMC786 clone 41
ALI

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96

AB.CM.03.63CM_510_03

H2 01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3
U.FR.96.1203%3
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x. 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251_BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5SL92B
SMM. US.04.G078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM. US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM.US.05.D215
SMM.US.06.FT

SMM. US. 1.SI smEGGG FL10
SMM.US.86.CFU212
SMM.US.X.F236 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ_6P6
SMM. US. x.PGM53
SMM. US.x.SME543

SMM. X x . pE660. CG7G
STM.US.89.STM 37 16
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HIV-2 Proteins
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sulsj0id ¢-AlH

MAC.US.x.239

CI.88.UC2

DE.x.BEN

DE.x.PEI2_KR_KRCG

GH.x.GH1 = ~

GM.87.D194

GM.x.ISY SBL_6669_85

GM.x.MCNI3 ~ -

GM. x.MCR35

GW.86 FG clone_NIHZ

GW.87.CAM2CG

GW. x.MDS

IN.O7.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
ALI

WX
SN.85.ROD
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.63CM_510_03

H2_01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3

O WOWWW >>>>>>>>>>>>>>>>D

U.FR.96.1203%
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x. 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251_BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

MNE.US.82.MNE_8
MNE.US.x.MNEO27

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.SL92B
SMM. US.04.G078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM. US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM.US.05.D215
SMM.US.06.FT

SMM. US. 1.SI smEGGG FL10
SMM.US.86.CFU212
SMM.US.X.F236 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ_6P6
SMM.US. x.PGM53
SMM. US.x.SME543

SMM . x. x . pE660. CG7G
STM.US.89.STM 37 16

pl5 RNase H encL/p3l Integrase start
AELEAFLMALTDSGPKANIIVDSQYVMGIITGCPTESESRLVNQIIEEMIKKSEIYVAWVPAHKGIGGNQEIDHLVSQGIRQVLF. LEKIEPAOEEHDKYHSNVKELVFKFGLPRIVAROIVDTCDKCHQKGEAIHGOANSDLGTWOMDCTHLEGKIIIVAVHVASGFIE 811
i VASQ I vV

I---IH---I-qL
IS I N
SH
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E
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MAC.US.x.239

DE
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CI.

DE.
GH.
GM.87.D194
GM.
GM.
GM.

G-
GW.
N

IN.
JP.

WX
SN.85.R0OD
N.86.ST JSP4 27
.88.UCL
.X.20 56
GH.
JP.
CI.

88.UC2

x.BEN

X.PEI2 KR KRCG

X.GH1

x.ISY SBL_6669_85

X.MCNI3 ~ -

Xx.MCR35

86 FG clone_NIHZ

87.CAM2CG

x.MDS

07 .NNVA

95.CRIK

08. NMC786 clone 41
ALI

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96

AB.CM.03.63CM_510_03

H2 01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3
U.FR.96.1203%3
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x. 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251_BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

MNE.US.82.MNE_8
MNE.US.x.MNEO27

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5SL92B
SMM. US.04.G078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM. US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM.US.05.D215
SMM.US.06.FT

SMM. US. 1.SI smEGGG FL10
SMM.US.86.CFU212
SMM.US.X.F236 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ_6P6
SMM. US. x.PGM53
SMM. US.x.SME543

SMM. X x . pE660. CG7G
STM.US.89.STM 37 16

AEVIPOETGROTALFLLKLAGRWPITHLHTDNGANFASOEVKMVAWWAGIEHTFGVPYNPOSOGVVEAMNHHLKNOIDRIREQANSVETIVLMAVHCMNFKRRGGIGDMTPAERLINMITTEOEIOFOOSKNSKFKNFRVYYREGRDOLWKGPGELLWKGEGAVILKVGT
S P Qs S \

HIV-2 Proteins
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sulsj0id ¢-AlH

MAC.US.x.239

CI.88.UC2

DE.x.BEN

DE.x.PEI2_KR_KRCG

GH.x.GH1 = ~

GM.87.D194

GM.x.ISY SBL_6669_85

GM.x.MCNI3 ~ -

GM. x .MCR35

GW.86.FG clone_NIHZ

GW.87.CAM2CG

GW. x.MDS

IN.O7.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
ALI

WX
SN.85.ROD
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.63CM_510_03

H2_01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307

O WOWWW >>>>>>>>>>>>>>>>D

H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3

U.FR.96.1203%
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x. 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251_BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.SL92B
SMM. US.04.G078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM. US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM.US.05.D215
SMM.US.06.FT

SMM. US. 1.SI smEGGG FL10
SMM.US.86.CFU212
SMM.US.X.F236 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ_6P6
SMM.US. x.PGM53
SMM. US.x.SME543

SMM . x. x . pE660. CG7G
STM.US.89.STM 37 16

p31 Integrase end

Pol emi
DIKVVPRRKAKIIKDYGGGKEVDSSSHMEDT. GEAREVA ........ *
[ GA.R-DG---........
R----RQ-L--- P-L-GA. R DG M CPCQVPEIQ
RR L-G-.R-Di

x
=

Q G--L-GA.R-DG
--RQ-M--G-NL-GA.R DG---*PYQVSKIQ
[ SR RH------ L-CGTD- - - - .RQ- - -M-QSGQVPEA-
.RQ-- M- QSGQVPEA-
‘MQ- - - --QSN*IPEI-
.RQ---M- QSD*VS*V-
.-Q---M- QPSQISET-
RQTG---. . vt
.RQ-S-M- QSDOIP*V-
. 0---M QSSQVSEA-
.RQ---M-QSGQVPEA-
.RQ---M-QSSQAPEA-
.RQ---M-QSGQVPEA-
.RQDG-M-QLGEIP*A-
.EKV--M-LPDQTPEYN

M---AD--N- TQV-—T QLSEISKV
RQ- MG--AS---Q*KNSG
G-G--L- M-
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MAC.US.x.239

CI.88.UC2

DE.x.BEN

DE.x.PEI2_KR_KRCG

GH.x.GH1 = ~

GM.87.D194

GM.x.ISY SBL_6669_85

GM.x.MCNI3 ~ -

GM. x.MCR35

GW.86 FG clone_NIHZ

GW.87.CAM2CG

GW. x.MDS

IN.O7.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
ALI

WX
SN.85.ROD
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.63CM_510_03

H2 01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3

O WOWWW >>>>>>>>>>>>>>D>>D

U.FR.96.1203%3
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x. 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251_BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

MNE.US.82.MNE_8
MNE.US.x.MNEO27

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5SL92B
SMM. US.04.G078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM. US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM.US.05.D215
SMM.US.06.FT

SMM. US. 1.SI smEGGG FL10
SMM.US.86.CFU212
SMM.US.X.F236 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ_6P6
SMM. US. x.PGM53
SMM. US.x.SME543

SMM. X x . pE660. CG7G
STM.US.89.STM 37 16

V1f start

MEEEKRWIAVPTWRIPER. LERWHSLIKYLKYKTKDLQKVCYVPHFKVGWAWWTCSRVIFPLQEGSHLEVQGYWHLTPEKGWLSTYAVRITWYSKNFWTDVTPNYADILLHSTYFPCFTAGEVRRATIRGEQLLSCCRFPRAHKYQVPSLQYLALKVV. .
KGE A

e xxE"

=

--DV--H---G5--F--Z-N-
--ET--Q---GS--D---

--DV--Q---6S--S----N-
--DV--Q---G---S----N-

HIV-2 Proteins

. SDVRSQGENP

LSS L L e

. GKI

.GGNGP- - -SA
.G.HG-K--SX
.GKNG- - -K-T

.GKNG- - - -SA
.GKNG-K--GA
.GKNG-K- -GA
QE.GKNG-K--SA

..Q---P-RK-T

Q-G--KR-- -

3
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MAC.
CI
DE

GW

O WOWWW >>>>>>>>>>>>>>>>D

AB.C

H2 0
H2~0

H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

u.cI.
U.FR.

DE.
GH.
GM.87.D194
GM.
GM.
GM.

G-
GW.
N

IN.
JP.

WX
SN.85.ROD
N.86.ST_JSP4_27

GH.
JP.

CI.

sulsj0id ¢-AlH

US.x.239

.88.UC2

x.BEN

X.PEI2 KR KRCG

X.GH1

x.ISY SBL_6669_85

X.MCNI3 ~ -

X.MCR35

86 FG clone_NIHZ

87.CAM2CG

x.MDS

07 .NNVA

95.CRIK

08. NMC786 clone 41
ALI

.88.UC1
.X.20 56

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96
M.03.03CM 510 03

1 _AB. CI 90. 7312A
1”AB.JP.04.NMC307

07.071C TNP3

96.120343
.US.x.17EC1
.US.x.1937
.US.x.2065
.US.x.251 1Al
.US.x.251732H PJ15
.US.x.251"BK2
.US.x.80035
.US.x.81035
.US.x.85013
.US.x.87082
.US.x.92050
.US.x.92077
.US.x.93057
.US.x.93062
.US.x.95058
.US.x.95086
.US.x.95112
.US.x.96016
.US.x.96020
US.x.96072
US.x.96081
US.x.96093
.US.x.96114
.US.x.96123
US.x.96135
US.x.97009
US.x.97074
.US.x.MM142 TVMXX
US.x.r80025
.US.x.r9e131
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.5IVsmSL92A
.SL.92.5L92B
.US.04.G078
.US.04.G932
.US.04.M919
.US.04.M922
.US.04.M923
.US.04.M926
.US.04.M934
.US.04.M935
.US.04.M940
.US.04.M946
.US.04.M947
.US.04.M949
.US.04.M950
.US.04.M951
.US.04.M952
.US.05.D215
.US.06.FT
.US. 1.SI smEGGG FL10
.US.86.CFU212
.US.X.F236 H4
.US.x.H9
.US.x.PBJ14_15
.US.x.PBJA —
US.x.PBJ_143
US.x.PBJ_6P6
US.x.PGM53

S.x.SME543

1X.X.pE660.CG7G
.US.89.STM 37 16

Vif end
TWKOWRRDNRRGLRMAKONSRGDKQRGGKPPTKGANFPGLAKVLGILA: .......
AR------ HW- - - -V-R-DY-SLE------- APR-H---V----E--- o

fffff -V-REDH- SL—*G SE SAPR H---V E
-R- R--SNYW-—F L-RKDG- -H- S--Y---V
AR HW

“3ES-APR-Y---V-E--

AR--R--N---5T---RK-NNRAQ-S5CQSSAQ-TY~ “RGTGHDN
“R--R=G-----T---RK--XR-Q-DSSQSF-Q--Y-----cxmmmucc ...
-SI-X-RK-NNRAQ-GSSQ-LAPRTH-
I---RK-NSRTQ-GSSQ- FAPRTY-
I-L-RK-NNRAQ-GS5Q- FAP-TH-
I-L-RK-NNRAQ-GS-Q-F-P-TH-----E
-R--R-------TI-L-RK- NNRAQ GSSQSFAP-TH- -« - -~
- -LR--NSG-S- - - -RV--HSH-P- -S-SSAQ-TY- - -V ------
-R-FR--NC---FOL-RK- CERYQ GSSATSSQ-TY- A

L-RI
-5-GS--L-RK-G-RNE v
——————— V—TK———RH——GSSESS———ID———V

BORIIIND PRI NI NI RIRI PI NI RI RI NI NI IR B

B BRI NIRI BRI BRI NI B BI NI R BRI R R BRI B PRI NI R IR RI I BN BRI NI BRI NI B B RIRI B NI R BRI R BRI R BI BI RI NI B DRI NI PO BN BRI IO

NN PN DRDNDNDRNDNRRNNAND

SRS
g N1
[ oW

D AQNNA NN NNNNNNNNENNADNANNNNNNNDENT N DANANNNAANNNNNNNNNNNNNNNNANNAN B LI
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L6E

MAC.US.x.239

CI.88.UC2

DE.x.BEN

DE.x.PEI2_KR_KRCG

GH.x.GH1 = ~

GM.87.D194

GM.x.ISY SBL_6669_85

GM.x.MCNI3 ~ -

GM. x.MCR35

GW.86 FG clone_NIHZ

GW.87.CAM2CG

GW. x.MDS

IN.O7.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
ALI

WX
SN.85.ROD
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.63CM_510_03

H2 01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3

O WOWWW >>>>>>>>>>>>>>D>>D

U.FR.96.1203%3
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x. 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251_BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
LX.

roel1sl

MNE.US.82.MNE_8
MNE.US.x.MNEO27

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5SL92B
SMM. US.04.G078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM. US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM.US.05.D215
SMM.US.06.FT
SMM. US. 1.SI smEGGG FL10
SMM.US.86.CFU212
SMM.US.X.F236 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ_6P6
SMM. US.x. 53

X

GM
SME543

SMM. X x . pE660. CG7G
STM.US.89.STM 37 16

Vpx start

Vpx end

ﬁSDPRERIPPGNSGEETIGEAFEWLNRTVEEINREAVNHLPRELIFOVWQRSWEYWHDEOGMSPSYVKYRYLCLIQKALFMHCKKGCRCLGEGHGAGGWRP.GPPPPPPPGLA:
i R

R P oY C-A--RE---oo8--T-ooooLeM MV YT Q----

Q
Z-M----Y--LAR--A--R--
<L-M--M-V--ooo-T--QK-
-L-M---M-V-YT---T-RQ----

E 5--T
e A--RE-----T--A-----L-M---M-V-F3---T-RR----

HIV-2 Proteins
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MAC.
CI
DE

GW

O WOWWW >>>>>>>>>>>>>>>>D

AB.C
H2 0
H2~0
H2"0
H2_0
u.cI.
U.FR.

DE.
GH.
GM.87.D194
GM.
GM.
GM.

G-
GW.
N

IN.
JP.

LX.
SN.85.R0OD
N.86.ST_JSP4_27 -T-APTES- -

GH.
JP.

CI.

1X.X.pE660.CG7G
.US.89.STM 37 16

sulsj0id ¢-AlH

Vpr start Vpr end
US.x.239 MEER. . . .PPENEGPQREPWDEWVVEVLEELKEEALKHFDPRLLTALGNHIYNRHGDTLEGAGELIRILQRALFMHFRGGCIHSRIGQPGGGNPLSAIPPSRSML *
.88.UC2 [ #-MIV

DGT R- DLGSD——I T-R-I
-D-T-P-G-G----IGI-R--R
-DGT-R--LGGD--IRI-G-I

-T-APTEF---DGT-R--LGST--I-T-K-I

x.BEN
x.PEI2_KR_KRCG
X.GH1 =

x.ISY SBL_6669_85 -T-APAEF---DGT-P---G----I-I-R-I- R-R

X.MCNI3 — -T-APTEF---DGT-P---G---II-I-RKI-K- LT RT-FP-TSTH
X, MCR35 -T-APTEF---DGT-P---G---II-I-RKI-K- -T--RT-FP-TSTI
86 FG clone_NIHZ -T-APTEL---DRT-P---G-A--I-I-R-

87.CAM2CG DGT G

x.MDS

07.NNVA

95.CRIK

08. NMC786 clone 41
ALI

11
-DRT-P---G----I-T-R-I-%-
.88.UC1 -A-AAPET----- [ E---ED-M--I-Q---R
1X.20 56

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96
M.03.03CM 510 03

1 _AB. CI 90. 7312A
1”AB.JP.04.NMC307
1"AB.JP.07.NMC716" 01
1_AB.JP.08.NMC842_10 -A-AAPET- -

07.071C TNP3 -A--..
96.120343 -A-I.
US.x.17EC1 --
US.x.1937
US.x.2065
US.x.251 1A1
.US.x.251732H PJ15
US.x.251 BK2
US.x.80035
US.x.81035
US.x.85013
.US.x.87082
US.x.92050
US.x.92077
US.x.93057
.US.x.93062
US.x.95058
US.x.95086
US.x.95112
US.x.96016
.US.x.96020
US.x.96072
US.x.96081
US.x.96093
.US.x.96114
.US.x.96123
US.x.96135
US.x.97009
US.x.97074
.US.x.MM142 TVMXX
US.x.r80025
.US.x.r9e131
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2 I
.LR.89.SIVsmLIB1
.SL.92.5IVsmSL92A L
.SL.92.5L92B L
US.04.G6078
US.04.G932 T
US.04.M919 L
US.04.M922 L
US.04.M923 I
US.04.M926 I
US.04.M934 I
US.04.M935 L
US.04.M940
US.04.M946 I
US.04.M947 I
US.04.M949 L
US.04.M950
US.04.M951
US.04.M952
US.05.D215
US.06.FT
us 1.SI SmEGGG FL10
US.86.CFU212

US.X.F236 H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
US.x.PBJ_6P6
US.x.PGM53
S.x.SME543
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66€

MAC.US.x.239

CI.88.UC2

DE.x.BEN

DE.x.PEI2_KR_KRCG

GH.x.GH1 = ~

GM.87.D194

GM.x.ISY SBL_6669_85

GM.x.MCNI3 ~ -

GM. x.MCR35

GW.86 FG clone_NIHZ

GW.87.CAM2CG

GW. x.MDS

IN.O7.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
ALI

WX
SN.85.ROD
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.63CM_510_03

H2 01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3

O WOWWW >>>>>>>>>>>>>>D>>D

U.FR.96.1203%3
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x. 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251_BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

MNE.US.82.MNE_8
MNE.US.x.MNEO27

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5SL92B
SMM. US.04.G078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM. US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM.US.05.D215
SMM.US.06.FT

SMM. US. 1.SI smEGGG FL10
SMM.US.86.CFU212
SMM.US.X.F236 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ_6P6
SMM. US. x.PGM53
SMM. US.x.SME543

SMM. X x . pE660. CG7G
STM.US.89.STM 37 16

Tat start exon 1 end exon 2 start Tat end
- ~~ =~

T--QGVTAO L- KQ---L-
--R VTAO E KS-——L A--H—

o

—c—c—«’—acfc—q—c—c—c

GDS--T-KQ-
ST--HS<---D-S--T--GNS----KQ-K-L-T-LE-IG-P--.
..88-R--VTA- - - -DESL-AN-GDS - -T-KQ-TK- - TKGL -DL-P- - .

VTA- - -PDESL-TS-GDS- -T-KQ-TK- -EKGI-DL-P-
.55-R--TT----P-ESL-A--GDS--T-KQ-KE--TTR- -DL- P--SNTSTSRFAN»
-SA-R--TTAP- -PD-SL-A- -GDS - -T-KQ-KE- - TTGT-D- -P-
:SS-R--VTAPT- --ESL-T-A-DG- -A-KQ-KE- - TTRT-D- - - - -$DT5TS

== -T---SF----ES--A- - -NX- -K-Kk- -K--TK-- -DL- - - -
+...-R--TTA-P-PD-S--T---DS--A-KQ-KE--TTGT-DL-P- -
SS-RN-TA-----D-SV-T- NS -T-KQ-KE--TTG--DL-P--SNTSTS ...
. T-KQ-KE- -ATR--DL- - - -SNTSTS
-85----TA-----D-5V-T-VGNS--T-KQ-KE- -ATR- -DL- - - -55TSTS
. .88-R--TA-----D-5--T5-GDS- -T-KQ-KE- -ATR- -D- - - - -S5T5TS .
. -K-KQ-

C
“KAP-G--G-Y--P---T--Q--AAQGLVSP-D
--I--0---5--K--5-P--ST--PYVN-QG-D-Q----

K---- -K-CR-PC-ST--EGVQ-Q- LDAEE-
TGIQ*KG-GK+*-RYYKRHC- YTLGM--PIOGLDSO DO PWD
S--K-C--P---T--M-V----L-K

HIV-2 Proteins
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MAC.US.x.239

CI.88.UC2

DE.x.BEN

DE.x.PEI2_KR_KRCG

GH.x.GH1 = ~

GM.87.D194

GM.x.ISY SBL_6669_85

GM.x.MCNI3 ~ -

GM. x.MCR35

GW.86 FG clone_NIHZ

GW.87.CAM2CG

GW. x.MDS

IN.O7.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
ALI

WX
SN.85.ROD
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.63CM_510_03

H2_01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3

O WOWWW >>>>>>>>>>>>>>>>D

U.FR.96.1203%
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x. 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251_BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
LX.

roe1sl

MNE.US.82.MNE_8
MNE.US.x.MNEO27

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.SL92B
SMM. US.04.G078

SMM. US.04.G932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952
SMM.US.05.D215
SMM.US.06.FT

SMM. US 1.SI smEGGG FL10
SMM.US.86.CFU212

SMM.US.X.F236 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ_6P6
SMM.US. x.PGM53
SMM. US.x.SME543

SMM . x. x . pE660. CG7G
STM.US.89.STM 37 16

sulsj0id ¢-AlH

Rev start exon 1 end exon 2 start

MSNH.

20+ 202020202020 20 20 20 20 20 20 20 20 20 0

-N-R-K-KQ--L-I-
-N-R---K--GL-I-
S---N-R---K--GL-I-
5---N-R---K--GL-I-
§---N-R---K--GL-I-
N-R---K

QAFTCIP VWDQLVPRSNPSSNEGCERDSCEHRKSPMESSQKDSGSNHRDPQEDQTRT .

CIP- VWDOLAPRSNPSSNEGCGRDSEERGKSPMGSSOKN GGNHRGPQENQTRT.

“K-TV-DL-T --SI-T-...Q-STCI
-S-T-QDX--S--AV-KN-
..QAPVCIP VWDRLVPRSAPSSSEGYERDSCECGRDLMGSSQGGGESDPRDPQKNQTRT

. .QAPVCVP- IWDRLVPRSSPSSSGGYGRDSCEHREDLMGGSQEDGEGNHRSPQKNQTGA .

-ASA- -P-K-AA-SPx-H-S.
“EL-N--ASA- -P-K- AA-SP....
-EL-N--ASA--P-K-A o
XL-N--ASA--P-K- an %P* RS,
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10v

MAC.
CI
DE

GW

O WOWWW >>>>>>>>>>>>>>D>>D

AB.C

H2 0
H2~0

u.cI.
U.FR.

DE.
GH.
GM.87.D194
GM.
GM.
GM.
GW.86
GW.

N
N,
3P.

WX
SN.85.ROD
N.86.ST_JSP4_27

GH.
JP.

CI.

US.x.239

.88.UC2

X.BEN
X.PEI2_KR_KRCG
X.GH1 ~ ~

X.1SY SBL_6669_85
X.MCNI3 —

X .MCR35

.FG_clone NIHZ
87.CAM2CG

X.MDS

07 .NNVA

95.CRIK

08. NMC7B6 clone 41
ALI

.88.UC1

.X.20 56

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96
M.03.03CM 510 03
1 _AB. CI 90. 7312A

1”"AB.JP.04.NMC307_20
H2"01"AB.JP.07.NMC716”01
H2_01_AB.JP.08.NMC842_10

07.071C TNP3

96.12034
.US.x.17EC1
.US.x.1937
.US.x.2065
.US.x.251 1Al
.US.x.251732H PJ15
.US.x.251"BK2
.US.x.80035
.US.x.81035
.US.x.85013
.US.x.87082
.US.x.92050
.US.x.92077
.US.x.93057
.US.x.93062
.US.x.95058
.US.x.95086
.US.x.95112
.US.x.96016
.US.x.96020
.US.x.96072
.US.x.96081
.US.x.96093
.US.x.96114
.US.x.96123
.US.x.96135
US.x.97009
US.x.97074
.US.x.MM142 TVMXX
US.x.r80025
.US.x.r9e131
.US.82.MNE_8
.US.x.MNEO27

.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.5IVsmSL92A

.SL.92.5L92B
.US.04.G078
.US.04.G932
.US.04.M919
.US.04.M922
.US.04.M923
.US.04.M926
.US.04.M934
.US.04.M935
.US.04.M940
.US.04.M946
.US.04.M947
.US.04.M949
.US.04.M950
.US.04.M951
.US.04.M952
.Us. 5.D215
.US.06.F 3
.US.11.SI smEGGG FL10
.US.86.CFU212
.US.x.F236_H4
.US.x.H9
.US.x.PBJ14_15
.US.x.PBJA —
.US.x.PBJ]_143
.US.x.PBJ"6P6
US.x.PGM53
S.x.SME543

1X.X.pE660.CG7G
.US.89.5TM 37 16
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MAC.
CI
DE

GW

O WOWWW >>>>>>>>>>>>>>>>D

AB.C
H2 0
H2~0
H2"0
H2_0
u.cI.
U.FR.

DE.
GH.
GM.87.D194
GM.
GM.
GM.

G-
GW.
N

IN.
JP.

WX
SN.85.ROD
N.86.ST_JSP4_27

GH.
JP.

CI.

sulsj0id ¢-AlH

US.x.239

.88.UC2

x.BEN

X.PEI2 KR KRCG

X.GH1

x.ISY SBL_6669_85

X.MCNI3 ~ -

X.MCR35

86 FG clone_NIHZ

87.CAM2CG

x.MDS

07 .NNVA

95.CRIK

08. NMC786 clone 41
ALI

.88.UC1

.X.20 56

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96
M.03.03CM 510 03

1 _AB. CI 90. 7312A
1”AB.JP.04.NMC307
1"AB.JP.07.NMC716" 01
1_AB.JP.08.NMC842_10

07.071C TNP3

96.120343
US.x.17EC1
US.x.1937
US.x.2065
US.x.251 1A1
.US.x.251732H PJ15
US.x.251 BK2
US.x.80035
US.x.81035
US.x.85013
.US.x.87082
US.x.92050
US.x.92077
US.x.93057
.US.x.93062
US.x.95058
US.x.95086
US.x.95112
US.x.96016
.US.x.96020
US.x.96072
US.x.96081
US.x.96093
.US.x.96114
.US.x.96123
US.x.96135
US.x.97009
US.x.97074
.US.x.MM142 TVMXX
US.x.r80025
.US.x.r9e131
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.5IVsmSL92A
.SL.92.5L92B
US.04.G6078
US.04.G932
US.04.M919
US.04.M922
US.04.M923
US.04.M926
US.04.M934
US.04.M935
US.04.M940
US.04.M946
US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
US.05.D215
US.06.FT

us 1.SI smEGGG FL10
US.86.CFU212

US.X.F236 H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
US.x.PBJ_6P6
US.x.PGM53
S.x.SME543

1X.X.pE660.CG7G
.US.89.STM 37 16

signal peptide endvgpIZO start

Env start Vi
ﬁGCLGNQLLIAILLLSVYGIYfT..LYVTVFYGVPAWRNATIPLFfATKNRDTWGTTQELPDNGDYSEVALNVTESFDAWNNTVTEQAIEDVWOLFETSIKPEVKLSPLEITMRfNKSETDRWGLTKSITTTASTT .............. STTASAKVDMVNETSSCIAQ
-EPGR----AV---T-ACL---K I D

-NP: SYLTII--S T-VGA
N--EN

—EPGR———FVV———T ACLV--S. . RPPTSA s

DSR---IV----T-ACL---A.. T---VQ-E--STS-ESSNS-SEGS- L-
- -GKSL-CV-S--A-A-LV- . T»»-VA-S--STTNNTTTTGSTTG I P.SYS
PGR T---VA-N--ITSGTTATPSPPN. JITIID-N-T--GD
T---V--N--A-TESAVAT-SPSG I-D-DP--QL
T--- NTDARNTTTPTTASPRT . IKP-TEIS-N----RA
T---VA----NTDARNTTTPTTASPRT N-T--RA
T---VA-N- TRNM-TWT-R-DTQN . .ITII-D.T-HARA

T---VA-K-I-TS-TTH -EAPTSDI

‘RAZZTAPRNTTIS-N-P--RA

. INETTEIS-NT- -VRG
TP-PI----NT

o KTI--NDT--R
....... TLKPLI--SDP- -KA
...l PTDQEQEIS-DTP-ARA
...... TTANTTIG-N- - - -RT
TKPSENLL-D. -P- KN

NIS-ESTTTSP-PGS. ...
SST-SSTGNN-T-KS-STT-
T---VA----STTAKNTTS-PTT-. ...
T---VA- - NTG-NTTTKPITTPI-T

“AHINSH---SL-~T----CM-K. ,Q-----T------2Vo--=2-A-<=2--V=o22-§- - T-T8V-T--A-------=-=--YD---N-----L------T---VA-N-STNN-RTNNT-A-T--GN. ... ... .10, -ZAIP-VKA
-AHVN-Y- -VTL--I-I--YMGK. . SLR STQTLL-- -K--QN
-AYFSSR-P--L--IGIS-FV-K. ---DP--

G
T-2-V--N-SNLN-TANTT-ANNI-A. R et R
[ S T--NK----GTT-V-PA-V.. ... . .P--KMVTAEL--S--Q-LMY
T-XXVA-N-TTT-ATPONT-TRN. .« ot eeeeteeenneennns TTIIEDNDP--SR

T---VA- S--STTATTTPPSTTNN--TT. .EPTTGGPEI- - - FP-MRT
T---VA-N-TNTTSNTNTP-P-NI.. .EGPTL
T---VA-N-TNT TSNTNTP SPNI
T---VA-N-TNIASNTNTSASPP-.

-AHINKY-FA-L--I-I--FMGE. .

-AYSSSC-P-TL- - - -IC-FTXK. .
S GK-L-FV-S--A-A-L---- ..
--GK-L-FV-5--A-ACL--S- .
--GK-L-FV-5--A-ACL--5A.
WGK-L-F--5--A-ACL--5-.
B L-C-NACV---..
-A -L-C-

TTANITGRSEEI G-DP--S-
AMQESSKVI---EP--RN

A..
-S--ITTAAP.

IP KAEAIKV---N-P--NH
.K--TTKEIEV---N-T-VNR

-GNT-AAPT--TTTTA..... VTATAV-TT-GG-II-D-TE--RN
-RTS---P --ETNI--I-----P-MPN

TPA-VITVTPNV- - -NDT-VEN
STT$ IQAVAESE--DSTP--KN

.......... TTAKTRVP - N
TGTA-P-TPITAKVL - -SDP- -EF
. . TTKNRTTTQDRDLEDN-T- -RN
.. T-A-TPAAVEL - - -D- - -KN

TSSLTTTPEELTGNET--EN

---TTKAIET-TDN A- VON

.TTS-TKPP-LE--D EP-VKL
.TTA-P-VAENVI--SNP--KN
.. .TTPPSPIIAKV--DSDP--RS
ASTTP-SPITAKV- -DSDP- -KI
.ASTTP-SPITAKV--DSDP--KI
.ASTTP-SPITAKV--DSDP--RS
.ASTTP-SPITAKV--DSDP--KI
. .KSPKAEAITAKVI--SDP--SN
.. TST--TTVTPKVI--GD---KN
.TAA-P-VAENVI--SNP--KN

.............. AAA-AT-PEL-------VSN

D000 DUUDUDUD0DU0D ' DOUO ' O

O OO ROOOOOOOD.
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€0v

Vi V2 V3

MAC.US.x.239 DNET. .DNRTIISLNKYYNLTMKCRRPG
CI.88.UC2 y
DE.x.BEN ) .
DE.x.PEI2_KR_KRCG NS-S.
GH.x.GH1 = ~
GM.87.D194
GM.x.ISY SBL_6669_85
GM.x.MCNI3 ~ - .--GE-EVVN-
GM. x .MCR35 .--GK-EVVN-
GW.86 FG clone_NIHZ
GW.87.CAM2CG
GW. x.MDS
IN.O7.NNVA
IN.95.CRIK
JP.08. NMC786 clone 41

ALI

WX
SN.85.ROD
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.63CM_510_03

H2 01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3

O WOWWW >>>>>>>>>>>>>>D>>D

U.FR.96.12034 1
MAC.US.x.17ECL 315
MAC.US.x.1937 315
MAC.US . .2065 315
MAC.US.x.251 1A1 314
MAC.US.x.251 32H PJ5 314
MAC.US.x. 251 BK2 317
MAC.US . x 80035 315
MAC.US.x.81035 315
MAC.US.x 85013 315
MAC.US . x 87082 315
MAC.US.x.92050 315
MAC.US.x.92077 315
MAC.US . x 93057 315
MAC.US.x.93062 315
MAC.US . x . 95058 315
MAC.US . x 95086 315
MAC.US.x.95112 315
MAC.US . x 96016 315
MAC.US . x . 96020 315
MAC.US.X.96072 315
MAC.US . x 96081 315
MAC.US . x . 96093 315
MAC.US.x.96114 315
MAC.US . x.96123 315
MAC.US.x.96135 315
MAC.US . x 97009 315
MAC.US.x.97074 315
MAC.US.x.MM142 IVMXX 318
MAC.US . x . r80025 315
MAC.US.x.r90131 315
MNE.US.82.MNE_8 315
MNE . US . x . MNEG27 316
SMM. CT.79.SIVsmCI2 323
SMM.LR.89.5IVsmLIB1 312
SMM.SL.92.STVsmSL92A 317
SMM.SL.92.51928 318
SMM.US . 04.G078 322
SMM . US .04 . 6932 318
SMM.US .04 .M919 324
SMM.US .04 .M922 324
SMM . US . 04 .M923 321
SMM . US . 04 .M926 32
SMM.US .04 .M934 312
SMM . US . 04 .MO35 315
SMM . US . 04 .M940 328
SMM . US . 04 .M946 322
SMM . US . 04 .M947 'S 322
SMM.US . 04 .M949 - 318
SMM . US . 04 .M950 s 319
SMM.US .04 .M951 - 315
SMM.US . 04 .M952 - 316
SMM.US.05.D215 s 316
SMM . US . 06.. FT. - 316
SHMCUS 11 SIVSmEGGO_FL10 s 318
SMM . US . 86, CFU212 R 318
SMM.US.x.F236 Ha s 316
SMM.US - X . HO S 318
SMM.US.x.PBJ14 15 S 321
SMM.US.x.PBIA ~ S 321
SMM.US.x.PB] 143 'S 323
SMM.US . x . PB]_6P6 S 321
SMM . US . X . PGM53 5 320
SMM.US . X . SME543 S 318
SMM. X x . pE660. CG7G . S 317
STM.US.89.STM 37 16 N--ouomsE-SLVG- - mmmmmmen Renmmoee- 314
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sulsj0id ¢-AlH

MAC.US.x.239

CI.88.UC2

DE.x.BEN

DE.x.PEI2_KR_KRCG

GH.x.GH1 = ~

GM.87.D194

GM.x.ISY SBL_6669_85

GM.x.MCNI3 ~ -

GM. x.MCR35

GW.86 FG clone_NIHZ

GW.87.CAM2CG

GW. x.MDS

IN.O7.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
ALI

WX
SN.85.ROD
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.63CM_510_03

H2_01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3

O WOWWW >>>>>>>>>>>>>>>>D

U.FR.96.1203%
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x. 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251_BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
LX.

roe1sl

MNE.US.82.MNE_8
MNE.US.x.MNEO27

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.SL92B
SMM. US.04.G078

SMM. US.04.G932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952
SMM.US.05.D215
SMM.US.06.FT

SMM. US 1.SI smEGGG FL10
SMM.US.86.CFU212

SMM.US.X.F236 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ_6P6
SMM.US. x.PGM53
SMM. US.x.SME543

SMM . x. x . pE660. CG7G
STM.US.89.STM 37 16

V3tip
V3 V4

NKTVLPVTIMSGLVFHS. . QP . INDRPKQAWCWFGGKWKDAIKEVKQTIVKHPRYT. . . G. TNNTDKINLT.
SoVeI-L---HR---.. . v

coee L-To-Recmmo
‘R-V--E--R-
K

D-KX-TF-.T--E-S----K--
D-T---F-.K--E-S----AY-
- --D-RN-TF- .K--T-S----AY-

. AY- NKT
INK-T8---F K- -T-§----AY------o-- N-T--oooo- N-TGQ.
LDKeeeet Qe Brm Ao oneeei -GENDT- DQNI

-K-LTGT 0
-K-LTGTTQK. .

MTE-N- E-KKRH
-NHARWTSQTS - -RK-K-

-EKGSIWEQQN
NFGNTDPRWKQONSR K--
TGSRWMQQTQ- - RK -
DIKGSRWKQONV--RK»
-ID%TKDRWTRQNP—-R--
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SOy

MAC.US.x.239

DE

GW

O WOWWW >>>>>>>>>>>>>>D>>D

CI.

DE.
GH.
GM.87.D194
GM.
GM.
GM.

G-
GW.
N

IN.
JP.

WX
SN.85.R0OD
N.86.ST JSP4 27
.88.UCL
.X.20 56
GH.
JP.
CI.

88.UC2

x.BEN

X.PEI2 KR KRCG

X.GH1

x.ISY SBL_6669_85

X.MCNI3 ~ -

Xx.MCR35

86 FG clone_NIHZ

87.CAM2CG

x.MDS

07 .NNVA

95.CRIK

08. NMC786 clone 41
ALI

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96

AB.CM.03.63CM_510_03

H2 01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3
U.FR.96.1203%3
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x. 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251_BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

MNE.US.82.MNE_8
MNE.US.x.MNEO27

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5SL92B
SMM. US.04.G078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM. US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM.US.05.D215
SMM.US.06.FT

SMM. US. 1.SI smEGGG FL10
SMM.US.86.CFU212
SMM.US.X.F236 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ_6P6
SMM. US. x.PGM53
SMM. US.x.SME543

SMM. X x . pE660. CG7G
STM.US.89.STM 37 16

V5

<—m:wn: < O AZSmMOMEr><n<IH- E

HIV-2 Proteins
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sulsj0id ¢-AlH

MAC.US.x.239 NETWOEWERKVDFLEENITALLEEAOIOOEKNMYELOKLNSWDVFGNWFDLASWIKYIOYGVYIVVGVILLRIVIYIVOMLAKLROGYRPVFSSPPSYFQOTHIOODPALPTREGKERDGGEGGGNSSWPWQIEYIHFLIRQLIRLLTWLFSNCRTLLSRVYOILQPILQ

CI.88.UC2

DE.x.BEN

DE.x.PEI2_KR_KRCG

GH.x.GH1 = ~

GM.87.D194

GM.x.ISY SBL_6669_85

GM.x.MCNI3 ~ -

GM. x.MCR35

GW.86 FG clone_NIHZ

GW.87.CAM2CG

GW. x.MDS

IN.O7.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
ALI

WX
SN.85.ROD
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.63CM_510_03

H2_01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3

[=l=t=tr=YrYo)

O WOWWW >>>>>>>>>>>>>>>>D

U.FR.96.1203%
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x. 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251_BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.SL92B

SMM. US.04.G078

SMM. US.04.G932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952
SMM.US.05.D215
SMM.US.06.FT

SMM. US. 1.SI smEGGG FL10
SMM.US.86.CFU212
SMM.US.X.F236 H4 Q A---Q
SMM. US.x.H9 -KQ-N---A---XX
SMM.US.x.PBJ14_15 -KQ-N---A---QS
SMM.US.x.PBJA -KQ- N---A---OS
SMM.US.x.PBJ_143 -KQ-N---A
SMM.US.x.PBJ_6P6
SMM.US. x.PGM53

SMM. US.x.SME543

SMM . x. x . pE660. CG7G
STM.US.89.STM 37 16

“H--2-S- - FT--MA--RL-L-V---L-V-
Q--I- L T L
--HL-L---A-LWV-
FT---A---I-L-VI--LVV-

-T--V--VYL-L-V-A---V--

<<<<<<<<<§<<<<<<<<<<<l‘<< <<

~2G-Y-V-KD----5 T--L-F-
-YKI--D---TNSPTHRL-S-
-YNS--G- - -KNSPTRRL-S-

--R-YNS--D----L-L----.

-AG-YNI--N----ISLT-R- VE-

--G-YNI--N----ISLT-R-AF-

Q-AN-ET-E---SN- -DR I 5
A----I--HK-REQ-A--ET-E-V-NSV-DNW---P-R- “NR-YNI--D----8F-T--L-5-
---T--IP-RKHRGQ-AN-ET-DE--NE-AYR-------- Accooooe RN--I--YNG--N--LKTS----- A-

YNG LKTF
“ZRN--T--YNS--5--LKIF-P--LVF.
----- Yooo-A----IX-T---LF-
-L---RN--I--YNG-
--RN--I--YDG-
--RN--I--YEG-

LoV-T-THE-QEQ- -K-ET-G- - -DNV~FN-- - <<= <-Lon--mnmommmnnm Y- cF-AW--QSF-S- -AAC-
VETp TRIOEQ. KGET EGATDSL IR H -Y-S--D----IC-S---LF-

803
793
788
781
779
779
77
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107 wnipuadwo)) duanbag ATH

LOY

MAC.US.x.239

CI
DE

GW

O WOWWW >>>>>>>>>>>>>>D>>D

N
N,
3P.

WX
SN.85.R0OD
N.86.ST JSP4 27
.88.UCL
.X.20 56
GH.
JP.
CI.

.88.UC2

DE.
GH.
GM.87.D194
GM.
GM.
GM.

GW.
GW.

x.BEN

X.PEI2 KR KRCG

X.GH1

x.ISY SBL_6669_85

X.MCNI3 ~ -

Xx.MCR35

86 FG clone_NIHZ

87.CAM2CG

x.MDS

07 .NNVA

95.CRIK

08. NMC786 clone 41
ALI

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96

AB.CM.03.63CM_510_03

H2 01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3
U.FR.96.1203%3
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x. 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251_BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

MNE.US.82.MNE_8
MNE.US.x.MNEO27

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5SL92B
SMM. US.04.G078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM. US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM.US.05.D215
SMM.US.06.FT

SMM. US. 1.SI smEGGG FL10
SMM.US.86.CFU212
SMM.US.X.F236 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ_6P6
SMM. US. x.PGM53
SMM. US.x.SME543

SMM. X x . pE660. CG7G
STM.US.89.STM 37 16

Env end
gp4l en(E
RLSATLQRIREVLRTELTYLOYGWSYFHEAVOAVWRSATETLAGAWGDLWETLRRGGRWILAIPRRIROGLELTLL*

N- DW CEWIQ- ATR CRG- -RV-E-
S-RRA-TAV-DW- - FNTA- - - - -GEWIQ- - FR- FA-ATG- - - TN~ -RGF-G- -GQI - -G- - -V
.......... Qp--L§-A-----I-W-Q--1--AT-A-R----NTGRA- -KA-- -TAEA-I-o----------
o I-WLQ--I--AT-A-G
o 1-W-Q--T--AA-A-G
1QP--LPVA-----I-W-Q--LR-AA-ATG
QQ--LP-A-----TGW-Q--I--AT-A-G
-H--L-AA-FS--FRWLO--CT-AT-A-O

\
.LVS-AA-NRI-PRIA
-EAI-PV---I-R-F-
LSLIS---DI--RAVA IR
- EIS-P---LV-R-AG-IR---

E FI-LRV

HIV-2 Proteins
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sulsj0id ¢-AlH

MAC.US.x.239

CI.88.UC2

DE.x.BEN

DE.x.PEI2_KR_KRCG

GH.x.GH1 = ~

GM.87.D194

GM.x.ISY SBL_6669_85

GM.x.MCNI3 ~ -

GM. x.MCR35

GW.86 FG clone_NIHZ

GW.87.CAM2CG

GW. x.MDS

IN.O7.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
ALI

WX
SN.85.ROD
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.63CM_510_03

H2_01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3

O WOWWW >>>>>>>>>>>>>>>>D

U.FR.96.1203%
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x. 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251_BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
LX.

roe1sl

MNE.US.82.MNE_8
MNE.US.x.MNEO27

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.SL92B
SMM. US.04.G078

SMM. US.04.G932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952
SMM.US.05.D215
SMM.US.06.FT

SMM. US 1.SI smEGGG FL10
SMM.US.86.CFU212

SMM.US.X.F236 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ_6P6
SMM.US. x.PGM53
SMM. US.x.SME543

SMM . x. x . pE660. CG7G
STM.US.89.STM 37 16

Nef start R17Y mutation
MGGAISMRRSRPSGDLRORLLRARGETYGRLLGEVEDGYSQSPGGLDKGLSSLSCE GQK.
--ASG KKL - KQ QG--E------- Gg V- SCS .

-GG VKORNAS
G W

-6
-AG C- ECYNAL GESLR OE
GGE--R-QE S QR-P
GE - -RFQEESGR

-K
~-5-G-KKQ-KQRRG- - E

--5-G-KK-APQQLG- -K

--5-G-KK- -EQQRG- -E

--5-G-KKQ-KQQRG- -E

--5-G-KKQ-K-PRG- - E

--5-G-KKQ-K-LRG- -E PAGP- - - - SEGRRGES - - - - -ES
--5-G-KKQ-K-LRE- -E- - - - - PSGP- - - -SEGRRGES - - - -EES--D-N-P- -

--ASG-KK: -KOA-RX-E WDGL-E- - - - -R- -SGRD-NLP-Y-
S -KR--K--E N----W-GL---FELYQ--5G-D- - -RF-

E-SQR-Q- -SGRDWNLH-I- -
E-50--Q- -5 -RA-N-CLTR
-ASGR

. -SE--F
A GOG SE-EF-

premature stop in Ma0239\
. YNQGQYMNTPWRN . PAEEREKLAYRKQNMDDIDE+DDD .
R--D------- T.--M-6Q-ES-KQ----- V-SD-N-.
S .--T--Q-DL V-S|

. -RA-GGG.
*-RTKGGR
T.LGA-GGG.
"RGA-GGG. . - .Q-D.
" ~GAQGGG. . . .Q-GIE-5--DNE.
CTo-A--lIX--N--V-SD-N-.
.LGA-GGG. . .
.-GA-GGG. . .
NA: -GA-GG
©-GA-GG. . . .GQ-DIEED--D-E.
.-GA-GG. . . .GQ-DIEEDN-DNE.
.,,G,G,,,K,,O,,,,,V so——f
.--TGKD--Q-KQ

"P-R..-CE--F-
.PESOA CE--F-

:PKPOA CES-F-
L--E..-SE--F

G
- --VT-KKQRXAG-N-XE- -
---VT-KKQR-RG-N-YE- -
---VT-KKQR-RG-N

Q
s--E--F-----K-.--A-SA--E--Q-----V--E--N.

LVGV.

.Q--A-ES--D-E...--
.Q-DIEED--DNE. ..

max HIV-1 similarity
SVRPKVPLRTMSYKLAIDMSHFIKEKGGLEGIYYSARRHRILDIYLEKEEGIIPDWQDYTSGPG 163

-VSG--N--H--- 145
-VGG--N--Y--- 146
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60v

MAC.
CI
DE

GW

O WOWWW >>>>>>>>>>>>>>D>>D

AB.C

H2 0
H2~0

H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

u.cI.
U.FR.

DE.
GH.
GM.87.D194
GM.
GM.
GM.

G-
GW.
N

IN.
JP.

WX
SN.85.ROD
N.86.ST_JSP4_27

GH.
JP.

CI.

US.x.239

.88.UC2

x.BEN

X.PEI2 KR KRCG

X.GH1

x.ISY SBL_6669_85

X.MCNI3 ~ -

Xx.MCR35

86 FG clone_NIHZ

87.CAM2CG

x.MDS

07 .NNVA

95.CRIK

08. NMC786 clone 41
ALI

.88.UC1
.X.20 56

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96
M.03.03CM 510 03

1 _AB. CI 90. 7312A
1”AB.JP.04.NMC307

07.071C TNP3

96.12034
US.x.17EC1
US.x.1937
US.x.2065
US.x.2 1A1
.US.x.251732H PJ15
US.x.251 BK2
US.x.80035
US.x.81035
US.x.85013
.US.x.87082
US.x.92050
US.x.92077
US.x.93057
.US.x.93062
US.x.95058
US.x.95086
US.x.95112
US.x.96016
.US.x.96020
US.x.96072
US.x.96081
US.x.96093
.US.x.96114
.US.x.96123
US.x.96135
US.x.97009
US.x.97074
.US.x.MM142 TVMXX
US.x.r80025
.US.x.r9e131
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.5IVsmSL92A
.SL.92.5L92B
US.04.G078
US.04.G932
US.04.M919
US.04.M922
US.04.M923
US.04.M926
US.04.M934
US.04.M935
US.04.M940
US.04.M946
US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
US.05.D215
US.06.FT

us. 1.SI SmEGGG FL10
US.86.CFU212
US.X.F236 H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
US.x.PBJ_6P6
US.x.PGM53

S.x.SME543

1X.X.pE660.CG7G
.US.89.5TM 37 16

max HIV-1 similarit

IRYPKTFGWLWKLVPVNVSDEAQ. . .

V---MC

HIV-2 Proteins

normal Nef end

.EDEEHYLMHPAOTSQWDDPWGEVLAWKFDPTLAYTYEAYVRYPEEFGSKSGLSEEEVRRRLT .ARGLLNM. .
.D--TNI

. ADKKETR+*

PN
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